(1) GENERAL INFORMATION: 




(i) APPLICANT: REID, ROBERT H. 

SADEGH-NASSERI, SCHEHERAZADE 
WOLFF, MARCIA 
NAUSS, JEFFREY L. 

(ii) TITLE OF INVENTION: MODEL FOR TESTING IMMUNOGENICITY OF 

PEPTIDES 

(iii) NUMBER OF SEQUENCES :/l 5 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: WERTEN BELLAMY, ESQ., OFFICE OF JUDGE 

ADVOCATE GENERAL, ARMY 

(B) STREET: 901 NORTH STUART STREET 

(C) CITY: ARLINGTON 

(D) STATE: VA 

(E) COUNTRY: US; 

(F) ZIP: 22203 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER/ IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.25 

(vi) CURRENT APPl/lCATION DATA: 

(A) APPLICATION NUMBER: Us 08/247,884 

(B) FILING DATE: 23-MAY-1994 

(C) CLASSIFICATION: 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: BELLAMY, WERTEN F.W. 

(B) REGISTRATION NUMEER: 27,029 

(C) REFERENCE/DOCKET NUMBER: 252.32966PX1 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 703-696-8119 

(B) TELEFAX: 703-696-8116 



(2) INFORMATION? FOR SEQ ID NO:l: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Pro Lys Tyr Val Lys Gin Asn ThyLeu Lys Leu Ala Thr 
1 5 10/ 

(2) INFORMATION FOR SE(fTfo Np:2: 

(i) SEQUENCE ChWa<7EERISTICS: 

(A) LENGTHj(l2^mino) acids 

(B) TYPE: artM/acid 

(C) STRANDEDNESS 7 : single 

(D) TOPOLOGYrfinear 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2: 

Ala/Ala Tyr Ala Ala Ala Ala Ala Ala Lys Ala Ala 
1 / 5 10 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 



% 



(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ 10^0:3: 

Ser Lys Asn Gly Thr Val Thr Trp Ala His Glu Thr Asn Asn Ser Ala 
1 5 10/15 

(2) INFORMATION FOR SEQ ID N0:4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amin? 

(B) TYPE: amino acid/ 

(C) STPvAND^ETJNEs/: single 

(D) TOPOLC 

(ii) MOLECULE T1 

(iii) HYPOTHETIC^ 

(iv) ANTI-SENSE: #0 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID N0:4: 
Val Gly Lye Asn He Thr Val Thr Ala Ser Val Asp Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID N0:5: 

(i) SEQUENCE CHARACTERISTICS: 
0 LENGTH: 13 amino acids 
(B) TYPE: amino acid 
l{C) STRANDEDNESS: single 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 
(iii/ HYPOTHETICAL: NO 



% 




(iv) ANTI-SENSE: NO 
.(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:5: 

Asp GIu Tyr Gly Leu Gly Arg Leu Val Asn Th/Ala Asp 
1 5 10 

(2) INFORMATION FOR SEQ ID NO:6: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear, 

(ii) MOLECU 
. (iii) HYPOTHETICA: 

(iv) ANTI-SENSE: N 

(v) FRAGMENT TYP 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:6 
He He Tyr Gln/le Val Asp Glu Lys Gly Lys Lys Lys 

i y io 

(2) INFORMATION FOR SEQ ID NO:7: 

iNCE CHARACTERISTICS: 
0 LENGTH: 13 amino acids 
(B) TYPE: amino acid 
'(C) STRANDEDNESS: single 
(D) TOPOLOGY: linear 

(ii)/MOLECULE TYPE: peptide 
(iji) HYPOTHETICAL: NO 
ANTI-SENSE: NO 

'(v) FRAGMENT TYPE: internal 



% 



.(xi) SEQUENCE DESCRIPTION: SEQ ID NO:7: 

Leu Asn Tyr Thr Ser Gly Glu Lys Lys He Ser Pro Gly 
1 5 10 

(2) INFORMATION FOR SEQ ID NO:8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:8: 

Trp Gin Tyr Lys Ser Leu MgJM Asn Val Asn He Glu 
1 5 / 10 

(2) INFORMATION FOR SEQ ID NO:9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE/ amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: NO 

(iv) ANTI/SENSE: NO 

(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:9: 

Gin/Leu Tyr Thr Val Glu Met Thr He Pro Ala Gly Val 
1/5 10 



% 



(2) INFORMATION FOR SEQ ID NO:10: 

.(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION/SEQ ID NO: 10: 

Thr Ser Tyr Thr Phe Ser Ala lie Tyr Thr Gly Gly Glu 
1 5 /lO 

(2) INFORMATION FOR SEQ IE) N0:11: 




(i) SEQUENCE 

(A) LEN 

(B) TYPE 

(C) stra: 

(D) TOP 



:TERISTICS: 
lino acids 



>S: single 
linear 



(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 



(xi) /SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

Glu Tyr Pro Asn Ser Gly Tyr Ser Ser Gly Thr Tyr 
5 10 

(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 



(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQID NO: 12: 

Gly Thr Tyr Ala Gly His Leu Thr \/\ Ser Phe Tyr Ser 
1 5 10 

(2) INFORMATION FOR SEQ ID Nc/l3: 



(i) SEQUENCE 

(A) LEI 

(B) TYP 

(C) ST 

(D) TOP/ 



iCZ 



RISTICS: 
amino acids 
d 

gle 

ar 



(ii) MOLECULE 

(iii) HYPOTHETJ 

(iv) ANTI-SENS 



'peptide 
NO 



NO 



(v) FRAGMENT TYPE: N-terminal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

Gly Ser/His Ser Met Arg Tyr Phe Tyr Thr Ser Val Ser Arg Pro Gly 
1/5 10 15 

Arg/Gly Glu Pro Arg Phe He Ala Val Gly Tyr Val Asp Asp Thr Gin 
20 25 30 

le Val Arg Phe Asp Ser Asp Ala Ala Ser Gin Arg Met Glu Pro Arg 
35 40 45 



Ala Pro Trp He Glu Gin Glu Gly Pro Glu Tyr Trp Asp Arg Asn Thr 
50 55 60 



Arg Asn Val Lys Ala Gin Ser Gin Thr Asp Arg Val Asp Leu Gly Thr 



65 



70 



75 



80 



JLeu Arg Gly Tyr Tyr Asn Gin Ser Glu Ala Gly Ser His Th/Ile Gin 
85 90 95 

Met Met Tyr Gly Cys Asp Val Gly Ser Asp Gly Arg /he Leu Arg Gly 
100 105 110 

Tyr Arg Gin Asp Ala Tyr Asp Gly Lys Asp Tyr/fle Ala Leu Lys Glu 
115 120 125 

Asp Leu Arg Ser Trp Thr Ala Ala Asp Me/Ala Ala Gin Thr Thr Lys 
130 135 14C 

His Lys Trp Glu Ala Ala His Val Ala/Glu Gin Trp Arg Ala Tyr Leu 
145 150 155 



Glu Gly Thr Cys Val 
165 

Glu Thr Leu Gin Arg\ 
180 



]u Trp Led Arg Arg Tyr Leu Glu Asn Gly Lys 
70 175 



(2) INFORMATION FOR 



NO: 14: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 82 amino acids 

(B) TYPE: ^mino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: N-terminal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

He Kys Glu Glu His Val He He Gin Ala Glu Phe Tyr Leu Asn Pro 
1/5 10 15 



tsp Gin Ser Gly Glu Met Phe Asp Phe Asp Gly Asp Glu He Phe 
20 25 30 



% 



His Val Asp Met Ala Lys Lys Glu Thr Val Trp Arg Leu Glu Glu Phe 
35 40 45 

Gly Arg Phe Ala Ser Phe Glu Ala Gin Gly Ala Leu Ala Asn He Ala 
50 55 60 



Val Asp Lys Ala Asn Leu Glu lie Met /Thr Lys Arg Ser Asn Tyr Thr 
65 70 75 / 80 

Pro He 



INFORMATION FOR SEQ ID NO: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 96 amin6 acids 

(B) TYPE: amino acid/ 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: liriear 



(ii) MOLECULE TYPE: 

(iii) HYPOTHETICAL: 

(iv) ANTI-SENSE: NO, 



Peptide 



(v) FRAGMENT TYPE: C-terminal 



(xi) SEQUENCE ^DESCRIPTION: SEQ ID NO: 15: 

Gly Asp Thr hfe Pro Arg Phe Leu Trp Gin Leu Lys Phe Glu Cys His 
15/ 10 15 

Phe Phe Asr/ Gly Thr Glu Arg Val Arg Leu Leu Glu Arg Cys He Tyr 
20 25 30 

Asn Gin Glu Glu Ser Val Arg Phe Asp Ser Asp Val Gly Glu Tyr Arg 

40 45 

Thr Glu Leu Gly Arg Pro Asp Ala Glu Tyr Trp Asn Ser Gin 
55 60 



Asp Leu Leu Glu Gin Arg Arg Arg Ala Val Asp Thr Tyr Cys Arg 
70 75 80 



is Met Tyr Gly Val Gly Glu Ser Phe Thr Val Gin Arg Arg Val His 
85 90 95 
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